Enterohemorrhagic Escherichia coli O157:H7 was isolated for the first time in Vietnam. Shiga toxinproducing E. coli were isolated from 8 of 100 cows examined. The two strains showing serotype O157:H7 carried the eae, ehxA, and stx2c genes, but the other six were negative for the eae gene.
oculated into Luria Bertani (LB) broth and incubated at overnight at 37°C. The organisms cultured in LB broth were examined by polymerase chain reaction (PCR) to detect diarrhea-associated genes. A multiplex PCR was used as previously reported. 1 The target genes analyzed were stx for STEC, eae for EPEC, elt/est for ETEC, ipaH for EIEC, and aggR for EAEC.
Among the 100 stool samples, no amplicons for elt, est, ipaH, and aggR were obtained. An amplicon for stx was obtained in eight samples, of which two were also positive for eae. The serotype of the two strains with both stx and eae was O157:H7. The serotypes of the other six strains carrying only stx could not be determined with 43 commercially available anti-sera (Denka, Seiken, Japan). Flagellar gene fliC types were determined by restriction fragment length polymorphism analysis of PCR-amplified fliC gene according to the method of Machado and others. 2 The analysis of fliC identified types 8b, 39, 16, 25b, and 19a, which correspond to H8, H39, H16, H25, and H19, respectively. Further characterization of the eight stx-positive strains was performed by investigating the presence of stx1, stx2 variant types, eae, ehxA, sfpA, saa, iha, toxB, and efa1. The primers described by Toma and others 3 were used to detect these genes. Two O157:H7 strains had the stx2c variant, eae, ehxA, iha, toxB, and efa1 genes, but did not have saa and sfpA (Table 1) . Among the six isolates of non-O157:H7 STEC, three had saa and iha, one had iha, and two had no putative adhesin gene. All five categories of human diarrheagenic E. coli have been isolated from mammals and birds. [4] [5] [6] However, in this study, although 1,000 E. coli isolates from 100 stool samples were examined, no diarrheagenic E. coli was detected, except for eight isolates of STEC. This finding is consistent with the fact that there are few reports of diarrheagenic E. coli, other than STEC, isolated from cows.
In the present study, STEC O157:H7 in Vietnam was re- +  -+  --NT  8b  8  8  stx1  -+  +  -+  --NT  39  39  13  stx2d  ----+  --NT  16  16  75  stx2c  +  +  --+  +  +  O157  7  7  78  stx1  -+  -----NT  25b  25  79  stx1  -+  -----NT  25b  25  80  stx2c  +  +  --+  +  +  O157  7  7  89  stx1  -+  +  -+  --NT  19a  19 ported for the first time. Recently, Nguyen and others 7 reported the isolation of STEC from 5 of 400 diarrheal persons (1.2%) and 4 of 42 healthy cows (9.5%) on a stock farm in Vietnam. However, serotype O157:H7 was not found, and none of the STEC isolates carried the eae gene. In the present study, isolates of STEC O157:H7 had the locus of enterocyte effacement pathogenicity island represented by eae and stx2c highly associated with HUS. Although STEC O157: H7 has not yet been isolated from patients with diarrhea in Vietnam, the presence of this potently pathogenic organism on a stock farm could result in human infection in this country.
